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B7% Nimblegen Array Synthesis Process

(http://www.nimblegen.com/company/technology/index.html)

beads are coated with
Oligonuclecotides
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2

=Y=0
3 micron diameter x 1 _ ’

W)  Beads embedded in a slide with
multiple arrays located on each slide

Pooled Beads are randomly located
and assayed to identify the location
of each bead within the array using a
29 base tag sequence

e -
Tt

Beads located in the end of a microfibre and
collected into a bundle each bundle in a 96
samplefarray matrix format

Bt Illumina BeadArray Technology

(http://www.ipc.nxgenomics.org/newsletter/no8.htm_
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